Complete mitochondrial genome of Acrossocheilus stenotaeniatus (Osteichthyes: Cyprinidae).
Acrossocheilus stenotaeniatus (Cypriniformes, Cyprinidae) is a barred cyprinid fish that inhabits the flowing freshwaters in China. The complete mitochondrial genome sequence of A. stenotaeniatus is 16,594 bp in length and comprises 13 protein-coding genes, 22 tRNA genes, 2 rRNA genes, and 1 control region. The base composition of the genome is 31.22% A, 24.70% T, 28.02% C, and 16.07% G, which shows considerable bias to A + T (55.91%). Results of this study provide important DNA molecular data for further phylogenetic analysis and resource management not only for congeneric species but also for higher taxa of Cyprinid fish.